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Abstrakt: 
Enzymy jsou jedny z QHMG$OHåLW�MãtFK�OiWHN�Y OLGVNpP W�OH��-HVWOLåH�VH�QiP�SRGD�t�]MLVWLW 

MHMLFK� VWUXNWXUX�� P$åHPH� OpSH� SRFKRSLW� MHMLFK� YODVWQRVWL� D� ]S$VRE�� NWHUêP� LQWHUDJXMt�
s RVWDWQtPL�molekulami. My jsme zvolili metodu PRQRNU\VWDOLFNp� GLIUDNFH� QD XU\FKORYDþL�
synchrotronu. 1D�]iNODG��GLIUDNþQtFK�GDW�MVPH�XUþLOL�VWUXNWXUX�HQ]\PX�L�OpþLYD�QDYi]DQpKR�GR�
DNWLYQtKR�FHQWUD�HQ]\PX� 

 
 

��ÒYRG 
 

&tOHP� QDãHKR�PLQLSURMHNWX� Eylo zjistit strukturu enzymu QXNOHDV\� ]� GLIUDNþQtFK� GDW�
monokU\VWDOX��7DWR� GDWD� E\OD� QDP��HQD� QD� V\QFKURWURQX�%HVV\� ,,� Y�%HUOtQ��� 6\QFKURWURQ� MH�
NUXKRYê� XU\FKORYDþ� þiVWLF�� S�HYiåQ�� HOHNWURQ$� QHER� SR]LWURQ$�� 7\WR� þiVWLFH� VH� XU\FKOt� QD�
U\FKORVW� EOt]NRX� U\FKORVWL� VY�WOD� D� ]tVNDMt� YHONRX� HQHUJLL�� =DN�LYHQtP� WUDMHNWRULH�
XU\FKORYDQêFK�þiVWLF�O]H�WXWR�HQHUJLL�Y\XåtYDW�NH�VWUXNWXUQtPX�VWXGLX� 

 

2 9êVOHGN\  
 

6\QFKURWURQ� VH� VNOiGi� ]H� W�t� þiVWt�� OLQHiUQtKR� XU\FKORYDþH�� ERRVWHUX� D� NUXKRYpKR�
prstence. Po REYRGX� FHOpKR� V\QFKURWURQX VH� QDFKi]t� VSHFLiOQt� P��LFt� VWDQRYLãW�� Y\EDYHQi�
U$]QêPL� GHWHNWRU\�� � =NU\VWDOL]RYDQê� HQ]\P� ]GH� E\O� R]i�HQ� HOHNWURPDJQHWLFNêP� ]i�HQtP��
.U\VWDO\� VH� SRXåtYDMt� NY$OL� VYp� RSDNXMtFt� VH� VWUXNWX�H�� 1D� MHGQRWOLYêFK� DWRPHFK� GRFKi]t� N�
rozptylu svazku. Dopadem svazku na krystal se Y\WYR�t� GLIUDNþQt� REUD]HF�� NWHUê� MH�
]D]QDPHQiQ�QD�SR]LþQ��FLWOLYpP�GHWHNWRUX��6�NU\VWDOHP�RWiþtPH��DE\FKRP�]tVNDOL�LQIRUPDFH�R�
YQLW�Qt�VWUXNWX�H�Y�SRGRE��GLIUDNþQtFK�GDW�]H�YãHFK�~KO$� 
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2EUi]HN�2: Nesrovnalosti modelu s experimentem 

 

=iY�UHP� E\O� ORNDOL]RYiQ� OLJDQG� �SRWHQFLiOQt� OpþLYR�� YH� ]EêYDMtFt� PDS�� HOHNWURQRYp�
KXVWRW\�� E\O\� QDPRGHORYiQ\� ]EêYDMtFt� PROHNXO\� YRG\�� 9êVOHGQê� 5�5� IUHH� QiP� Y\ãHO�
�����������7\WR�KRGQRW\�QHMVRX�DEVROXWQtPL��]iYLVt�QD�NRQNUpWQt�VWUXNWX�H��DOH�REHFQêP�FtOHP�
VLJQDOL]XMtFtP�VSUiYQRVW�PRGHOX�MH�KRGQRWD�QLåãt�QHå������� 

 

 

2EUi]HN�3��9êVOHGQi�VWUXNWXUD�HQ]\PX 
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��6KUQXWt 
0RQRNU\VWDORYi� VWUXNWXUQt� DQDOê]D� MH� YHOPL� G$OHåLWê� ]S$VRE� ]MLã"RYiQt� VWUXNWXU\�

EtONRYLQ�� 9\XåtYi� VH� S�L� YêYRML� QRYêFK� PDWHULiO$�� QDQRtechnRORJLt�� DOH� WDNp� QRYêFK� OpþLY��
7pP��� NDåGp� OpþLYR� SURGXNRYDQp� IDUPDFHXWLFNêPL� ILUPDPL� E\OR� Y\YLQXWR� QD� ]iNODG�� WpWR�
DQDO\WLFNp�PHWRG\��1D�WXWR�DSOLNDFL�MVPH�VH�]DP��LOL�D�QDOH]OL�MVPH�OpþLYR�GHDNWLYXMtFt�HQ]\P 
QXNOHi]X�� 

 

3RG�NRYiQt 
5iGL� E\FKRP� WtPWR� SRG�NRYDOL� ,QJ�� 3HWUX� .ROHQNRYL�� 3K�'� ] .DWHGU\� LQåHQêUVWYt�

SHYQêFK�OiWHN�)DNXOW\�MDGHUQp�D�I\]LNiOQ��LQåHQêUVNp�ý987�]D�RGERUQê�GRKOHG�D�SRPRF�S�L�
experimentu. 
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